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3 <110> APPLICANT: GALLOWAY, DARREL R. 

4 MATECZUN, ALFRED J. 

6 <120> TITLE OF INVENTION: METHODS FOR PROTECTION AGAINST LETHAL INFECTION. WITH 

7 BACILLUS ANTHRACIS 

9 <130> FILE REFERENCE: 22727-04079 

11 <140> CURRENT APPLICATION NUMBER: 09/747, 521A 

12 <141> CURRENT FILING DATE: 2000-12-21 

14 <150> PRIOR APPLICATION NUMBER: 60/171,459 

15 <151> PRIOR FILING DATE: 1999-12-22 
17 <160> NUMBER OF SEQ ID NOS : 10 

19 <170> SOFTWARE: Patentln Ver. 3.3 

21 <210> SEQ ID NO: 1 

22 <211> LENGTH: 2430 

23 <212> TYPE: DNA 

24 <213> ORGANISM: Bacillus anthracis 

26 <220> FEATURE: 

27 <221> NAME / KEY : CDS 

28 <222> LOCATION: (1) . . (2427) 
30 <400> SEQUENCE: 1 
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